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(914ILR)
ER2747 A4t X BEER
EHRAH ALk DEEEDAILR BEMH Fih 451 REERT
H2764| FROM * Coxsackievirus A16 IREE AL 2% WhET
Rhinovirus sp.
H276.16| FROM SEXX X Coxsackievirus AT6 IR L 1% % op
Rhinovirus sp.
H276.17| FEOK SHKEXH Coxsackievirus A16 TREESHL LR 1% 3 R
H27.72| FRORK Coxsackievirus A16 TREE SRS LVER 3% 2 LhEM
H27.6.11 S IREEREE 2% Rhinovirus sp. THEEHC VR 3% 5 2t
H27.6.15| AR K Adenovirus 5 IERBAC LV 18 & AL
Rhinovirus sp.
H276.2| AMEBE% Norovirus G II EE 64 A x 2t
H27.62| EB#% Norovirus G II #E 8% E:] X
H27.64| BB _Norovirus G I #E 1% L izt
X Adenovirus 1
=pe Norovirus GII
H27.6.4 PR 3¢ Adenovirus 2 xE 28 = i
H27.65| BRVAILREm® Rotavirus group A EE 4% x R
H27.66| SHEBE® Norovirus G II EE 15% 5 =iF
27| EB% 7T/ Norovirus G I #(E 15 % 1A
3 Adenovirus 2
Norovirus GII
H27.6.10| Bk AEEBRLEE Parvovirus B19 EE 15% = Lizhud
Rhinovirus sp.
H27.6.15| BEEx Norovirus G II EE 1% % FEX
H27.6.15| BEEx Norovirus G II EE 44 R % FEX
H276.18| /DA LB _ Norovirus GII #E 1078 % 18R
X Parechovirus 1
H27.6.20 BEEx Norovirus G II EE 6% £ FEX
H27.6.22| BMHER% Astrovirus 4 #E 3% El RiE
H27.6.24| BMHEBER% Norovirus G IT #E 1178 S X
H276.25| /EDAILRABEX Norovirus G IT #E 2% S Bt
H276.30) SMEERX Adenovirus 2 #E 15 S AR
H27.6.2| IREEEH Rhinovirus sp. THEEHR LK 3% £ EBLLTH
H2764| WEBREXX Human herpesvirus 4 THEEH LR 15 5 23t
H2769|  ERASZa—THA LR Fluman Metapneumovirus IRERSC LV wA | % R
Rhinovirus sp.
H27.6.9| AMRHA RSvirus A THEEH LR 15 5 aan
H276.9| ERARZa1—FIAIILAMHR Human Metapneumovirus THEEHCLNVR 64 A % B
H27.6.9| SAMA Rhinovirus sp. IREESHS LK 5% = aan
H276.14| BURELH SHEBR% Human Metapneumovirus SEREIHE 6% A 5 e
Rhinovirus sp.
H27.6.25| AMEEX ESHL RSvirus A TREE&S LR 4% S 2k
H27630| AMEREEH X Adenovirus & IRER L owA | B R
Rhinovirus sp.
Parvovirus B19 5 o A3
H27.6.12 JNIEFEDEEL Rhinovirus sp. e LIRS 94 A % Bl
Parvovirus B19 #HE




(94ILR)

TR27E8A 21T
EEAH ALk DEREDAILA BREME EH T4 B 1R AT
H27.8.3 SHEMREIR Parechovirus 1 THEE S UNVE 15% E: i
(FE)
27488 %1t
EERAH ik NEBREE BEMH 3 TR RIERT
H27.7.11| <AaTSX<Ri% B IV IEMTUE V) BRS A INIY B BIRIFEE (T VR EILE #aEHVE 15% 5 R
H27.7.13| SEXH%X B IR RTINS A INIY B BRI FEE (T VR EILE #aEHVE 7R = R
H27.7.15| B EREREEAE ABEBLUE T-3 THEEHL V& 57% = AL
H27.711| B EEREEAE ABEBLUE T-3 THEEHL V& 3% 3 AL
H27.7.8| BEEBREAE ABBLUHE T-B3264 THEEHLVE 1% = AL
H27.7.30| RERRREE ABBLUE T-3 TREEHL VR 6% 3 A
H27.7.20( fAETEREIE & BEALVE I b 04 B 5 A
H27530| HBRFEMHEER Lactobacillus paracasei ssp. paracasei 2 mi& 647% ) EBLvh
H27.7.26| BXIMjE Listeria monocytogenes mi& 897% ;) EBLvh
H27.7.25| A THME. hT—T LEEEEL Candida parapsilosis Juink:3 587% E: AL




