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H26.12.1| RS™AJIL A% RSvirus B THEEHRS LR 107 A E:] B
H26.12.1 RSVAILAHRERZ RSvirus B IHEE S LR 104 8 58 [l
H26.12.2| RSVAILAHRERH RSvirus B THEEHRS LR A kS B

H26.12.25| RSOAILRAREZR RSvirus B IHEEHRS LR 3% £l B
H26.129| RS™YAILR RSvirus B THEEHRS LR 2i% kS LT
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REAR PEa DERHEDAILR BREHH Fih TR RIERT

H26.12.26| /O94ILRBRE% Norovirus G IT EE 1078 5 R

H26.12.27| EEITULVvhA SR Rhinovirus sp. THEEH LR 1% 5 AR

H26.12.28 ANBBEX FL2E)|BHEDEEN Rotavirus group A #HE 15 = M

H26.12.30 SEXHE WEEX HIEXDEEL Rotavirus group A HE 5% z FAM

H27.15| RSHBEX FKE BEEKEE Norovirus G I EE 2i% = fishs
H27.1.6] RS™AJLAMi% RSvirus B THEEH LR 3% 5 [t
H27.1.6 O%794 )L REEGE Rotavirus group A #H(E 1478 E:) =iF
H27.1.7 2 RSvirus A IREE R LNE 2i% E: B
H27.1.8| /O9A I REREE Norovirus G IT #E 9% E: =iE
H27.1.9 JO9AIILAEB B % Norovirus GII #E 1% x B
H27.19] BEBX Norovirus G I ®HE 9% % R
H27.1.10 ANBEBX Norovirus G II HE 4% E: B
H27.1.10) OO ABREAE Rotavirus group A HE 9% E =iE
H27.1.10 /094 )L AR Norovirus G II HE 2i% E:l =iF
H27.1.10] /891 ILR(5R) Norovirus G IT #E 3% = =iE
H27.1.10 =ted=10 Norovirus G II #E 2i% E: A
H27.113|  /O9A )L REEE Norovirus G IT #E 11458 = =iE
H27.1.13 JAOA)LRABBX Norovirus G II HE 5i% S =iF
H27.1.14| RITHABER Adenovirus 3 AR LR 3% 8 2
H27.114| /094X, A894ILAEE% Norovirus G II HE 1% x iR
H27.1.14 /A4 )R, BB A ILABBR Rotavirus group A (@ 1478 = M
H27.1.14| AVILNIUHARREE SMBEER Rotavirus group A HE 2i% 5 R
H27.1.14| EBHBBE® Norovirus G II #E 17 5 X
H27.1.14 FEMEEX(/O) Norovirus G I #E 2i% E:) Wh&Em
H27.1.15 O/ IABEX BEXEETVRA Rotavirus group A (@ 15% = FAM
H27.1.15 O%94)LRABBX Rotavirus group A HE 4% E:) M
H27.1.15| FRTHE 7T/ Adenovirus 41 #E 9% E:] LWhEM
H27.1.16| AVIIIHARSE O4BER Rotavirus group A HE 8% 5 R
H27.116] AVDILIVHA /OBBX Norovirus G IT #E Ti% x R
H27.1.16| FROMK Coxsackievirus A16 THEEh S LR 2% E:] LhEM
H27.1.17| /091 RABEX Norovirus G IT #E 1148 E: =i
H27.1.17| /O91ILABEX Adenovirus 31 HE 115 E:] RiF
H27.1.17| /091 RABEX Norovirus G IT #E 1% x =i
H27.1.17 O28Bx BKE Rotavirus group A #E 1% B M
H27.1.19] /O 9ALAKEBRX Norovirus G IT #E 1% E: B
H27.1.19| RHUEBX Norovirus G IT HE 3% 5 B
H27.1.19| /B 9AILRAEBERX RSOAIIL A Norovirus G IT #E 1% E: B
H27.1.19| /ODAILREBBHX Norovirus G IT HE 1% 5 B
H27.1.19] /O9ALAKEBRX Norovirus G IT #E 1% x B
H271.19] ATILIUHA Norovirus G II HE 3% 5 B
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H27.1.19 2HBEBR FKE Norovirus G I EE 37 A z B
H27.1.20| /ODA)LREBRR Norovirus G II HE 15% % B
H27.1.20| /A9ALAEEBR Norovirus G IT #HE 15 kS B
H27.1.20 =L i Human Metapneumovirus IREESRC VK 15% = B
H27.1.20| AVIIIUHARSEE D428 BiKE | Rotavirus group A EE 87 A 3 AR
H27.1.21| RHEREIX% Rhinovirus sp. THEEH LR Ti% 5 [t
H27.1.21| /A9ALAEEBR Norovirus G IT EE 15 ks B
H27.1.21 JOBE#R Norovirus G I #H(E 155 = FA
H27.1.22 O894 )L ARG &% Rotavirus group A #HE 15% 3] B rh
H27.1.22 ANBEBX(042) SHmi Norovirus G II HE 2i% E: X
H27.1.22 2HBHEX(O%) AMMHRA Rotavirus group A #HE 285 3] FAX
H27.1.22 2HBEHEX Rotavirus group A HE 5% E:] FAM
H27.1.23| [ 7T/2MILRABER Norovirus G IT EE 1% 5 R
H27.123| /O0-7T/Blak &M Norovirus G II ®HE 1% 5 AR
H27.1.24| /A9 LAEEBR Norovirus G IT #EE 14 A 5 B
H27.1.24 SHBBER BKE Norovirus G II #E 6% x R
H27.124| ROAIAILREBBE BHKE Rotavirus group A HE 105% s sk
H27.1.24] E2HEER% Norovirus G II ®HE 178 5 AL
H27.1.24|  AJLRRBERFEDELY RSvirus A THEESS LK 5% s LT
H27.124| AMREIH RSvirus B THEE S LR 5% 5 AL
H27.125| RAEIAILRBEB% Rotavirus group A #E 2i% E: R
H27.1.25 O894I)LRAEE % Rotavirus group A #E 1% E: X
H27.1.25 B Sapovirus G | (@ 2i% B FAM
H27.1.25 JAaDAIABBX Norovirus G II HE 3% x R
H27.125| RAEIAILRBEB% Rotavirus group A #HE 2R E: R
H27.1.25 JADAIABBX Norovirus G II HE 2i% x R
H27.1.26| /O91ILABEX Norovirus G IT #E 8% E: R
H27.1.26| RAEIAILRERHEHR Norovirus G II HE 1% 5 R
H27.126] RBEDAILRBEB# Rotavirus group A #E 15 A E: X
H27.127| BE#% Norovirus G II HE 5% s iR
H27.1.27 O%9(4 )L A BB % Rotavirus group A (@ 5% = FAM
H27.127| /O94LRBE# Norovirus G II HE 21% 5 R
H27.1.27 O%9/4 )L ABIG % Rotavirus group A #HE 4% ) M
H27.1.28] OAOA/ILRBE# Rotavirus group A HE 3% 5 R
H27.1.29 O%94 )L RAREGE Rotavirus group A (@ 1478 z =iF
H27.1.30] 2MEBE#x Norovirus G II HE 1578 5 R
H27.23] BHEE% Norovirus G I HE ed;| X B
Erk2754 8244
HEAH AR DEEREIAILR BREME EE TR R
H27.319| AVIILIUHARREE Influenza virusA(H3) THEEHRS LR 1% E: R
H27.2.27| AVTILIUHA Influenza virusA(H3) THEEh S LR 125% E:] LhEM
H27.313| A 27)LI HB Influenza virusB(LL %) THEE SRS LK 3% E:] LWhEm
H27.3.18 A2TILIUHB Influenza virusB(LLI 2 & #%) IREEH LK 1% 5 2t
H27.3.31 AV TILIUHA Influenza virusA(H3) IR LR 1R X 2
H27.36| A2 I YB Influenza virusB(LL Tz i) THEEHRS LR 10/% S RiF
H27.313| A 7)LIUHB Influenza virusB(LL i %) THEES S LK 8i% x =iF
H27.313| A2 IILIHYB Influenza virusB(LL Tz i) THEEHRS LR 467% E:] RiF
H27.316] A 7ILIUHB Influenza virusB(LL % % #k) THEES S LR 95 A x =iF
H27.3.26| A2 IILIHYB Influenza virusB(LU T ) THEEHRS LR A45% E:] =iF
H27.43| AYIZILIUHB(ER) Influenza virusB(LL T ) THEES S LR 167% x =i
H274.13| AIILIUHYB Influenza virusB(LU T ) THEEHRS LR 10/% E:] LT
H27.413] A 2J)LTIUHB Influenza virusB(LU % % #k) THEE S LR 858 E: LT




