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H27.35| fERSEIREE BRaERL Norovirus G II #HE 5% X i
H27.3.10] RAMERER Adenovirus 2 THEEHRS LR 1% 5 2
H27.3.25 SR Human Metapneumovirus IREE S LVE 3% E) 2it
H27.326| S ERER Adenovirus 2 TREESRS LR T El it
H27.3.30 SR Human Metapneumovirus IREESCLVE 15% = Bit
H27.3.19| REHESEXX FREET SMEE% $RSHAN | Human Metapneumovirus TREESRS LR 578 3B alaa
H27.3.24| SRR Rhinovirus sp. LEEEL AT Y 37 R E2] R
H27.326| BEMEHULHA BHRNE SMHBBEX Rhinovirus sp. TREEHR LK 15 X alaa
H27.3.1 O34 )ILABG X Rotavirus group A HE 155 z FAM
H27.3.3 Bak BETUOhA Rotavirus group A #E 3% E: M
H27.3.5 OF1IVAEBm® Rotavirus group A ®HE Ti% 5 AR
H2736| B Rotavirus group A #E 2% E 1A%
Norovirus G IT
H27.3.13 EE% Rotavirus group A #HE 15 8 M
H27.3.13| 2MEEX Rotavirus group A ®HE 25% 5 M
27313 OEYALREB% Rotavirus group A $#fE 1% S 18
Norovirus G IT
H27.3.19| AVIILTUHARERE Influenza virusA(H3) TREESC LR Pdi! 3 AR
H27.3.23 OF1IVAEBEm®% Rotavirus group A ®HE A% X M
H27.3.23| O4BB% Rotavirus group A #E 5% S AR
H27.323| 2tEfis BEx Adenovirus 2 #HE 2% 5 M
H27.325| TFT/9ALRABEX Adenovirus 41 #E 1i% E:] AR
H27.3.25 OF1IVAEBEm® Rotavirus group A ®HE A% X M
H27.3.28) EBBXABEHLKA BlExU/D) Norovirus G II #i#E 1i% E:] AR
H27.3.28 O48lBx BEKE Rotavirus group A HE A% E: R
H27.36| RERRKXDEEL Rhinovirus sp. it 3v A S Al
H27.3.10] AMSEXX Rotavirus group A HE 178 5 AL
H27.3.20 HIRABHDFHE Rhinovirus sp. TREESRCLVE 17 A8 z A
H2747| &R Human Metapneumovirus IHEESHS LVE 4% % AL
H27.3.2 2HEBX Rotavirus group A (@ 9% E) A
H27.33| A2 IUHFDEEL RSVDEELY Rhinovirus sp. IHEESHS LVE 21% 5 AL
H27.34| RSV Rsvirus A TREESC LR 8s 8 £l Al
H27.3.5 a4 Rotavirus group A #HE 5% 5 AL
H27.3.6 Of94)LR Rotavirus group A HE 15 z A
H27.3.9 aao4)LR Rotavirus group A HE 3% 5 AL
H27.3.27 RSV®D LY Human Metapneumovirus IREE S ULVE 1% x Al
H27.2.27| AV TILIUHA Influenza virusA(H3) IHEESHS LR 12i% El LWhET
H27.34| FEORK Coxsackievirus A16 TREESRC LR 7% £ WhET
H2739| FEOMH Coxsackievirus A16 G YGRY 5% S WhE
Rhinovirus sp.
H27.310| /A4 R Bk &% Norovirus G II #HE 175% 3B LWhET
H27.3.11| FEAOK ARXZH FEON Coxsackievirus A16 TREEHL LK 67% = WhEM
H27.313| AY7)LI 4B Influenza virusB(LLI) IHEESHS LK 3 El LWhE
H27.3.16| FREOK Coxsackievirus A16 TREESRC LR 6% £ WhET
H27.3.17| FROMK Coxsackievirus A16 UEEP ARV 15 L LVhET
Rhinovirus sp.
H27.3.20| FROFK Coxsackievirus A16 IHEER S LNE 5% S WhEm
H27.3.20 aOa4)LR BB% Rotavirus group A #E 2i% z WhEm
H27323| FRABOKAER) Coxsackievirus AT6 IHEERC L 1% E W&
Rhinovirus sp.
H27.3.27| HISEXR(ERAZ=2—F) Rhinovirus sp. THEEHRS LR 11458 5 LWhEM




