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H27.22| MEMREXX Rhinovirus sp. TREESRS LR 5% 3 2k
H27.26| RHBEBX Norovirus G II #HE 9% x 24t
H27.2.25 SHEkR FHeEEE Rhinovirus sp. IREE S LVE 178 5 2it
H27.32| RSMMKx HEEREXHE Human Metapneumovirus IHEESHRS LR 104 A 5 it
H27.25| /O RIERGR Norovirus G II #HE 7% x akaa
H27.25| SHEB# Norovirus G II EE 1% 5 B
H27.25| SMHEEB% Norovirus G IT ®HE 8i% 5 [t
H27.2.9| =2tz Rhinovirus sp. IHEEHRS LR 6% S B
H27.2.18| RSVAIILAMIRERZ % RSvirus B IREER LR 6% S R
H27.2.18| &SRz Rhinovirus sp. IHEESHRS LR 8% 5 B
H27.2.20| RBHREXK Rhinovirus sp. TREESRS LR 4% S laa
He725| BEEEX Adenovirus § #E 84 A E R
Norovirus G IT
H27.2.10| i&EERPAE Rhinovirus sp. TREESRC LR 4i% 3 E
H27.2.13 O34 IVAEBE® Rotavirus group A ®HE 978 5 =3
H27.2.26| RHBEX Norovirus G II #E 3% S E
H27.226] /O794)LR Norovirus G IT HE 9% 5 =3
H27.2.1 EE% Norovirus G II #E 15 8 M
H27.2.1 Bl (O30 4)LR) Rotavirus group A ®HE 35 A X M
H27.23| AMEB% Norovirus G II #E 147 A £ AR
H27.2.3 ANBEBX Norovirus G II HE 1% E:l X
H27.26| BB Norovirus G II #E 15 S AR
H27.2.8 Bl (@4-77/) Norovirus G IT HE 67% X M
H27.28| BBRxO%-7T/) Rotavirus group A HE 6% X AR
H27.2.8 A2 8Ex Rotavirus group A HE 3% E:S R
H27.2.8 O%9(4 )L A BB % Rotavirus group A (@ 2i% = FAM
H27.29| AlSEEXE%) Rotavirus group A HE 2i% 5 R
H27.2.9 O428BR Rotavirus group A (@ 15% = FAM
H27.29| EHBEB% Rotavirus group A #E 147 B B R
H27.2.10 SHBEBGR ZEURDE Rotavirus group A #HE 15% ) FER
H27.2.12 O34 IVABBE% Rotavirus group A HE 5% 5 R
H27.2.12| B 21ILXBEH# Adenovirus 2 #E 5% X R
H27.212| BOAYAILREBEER Norovirus G II #E 178 = R
H27.2.12 O%9(4 )L ABIG % Rotavirus group A (@ 15% = FAM
H27.213| RMEBEX Adenovirus 2 #E 9% El i
H27.2.13| RHERRX Norovirus G II #E 9% 5 R
H27.213| BMHBBR#% Rotavirus group A #E 97% 5 FEX
H27.2.16] BADAILREBH Rotavirus group A EE 35 5 R
H27.2.17 O/ ILABEHE BRKAE Rotavirus group A #E 178 E) FEX
H27.2.25| /OBB#X Norovirus G II #E 9% 3 R
H27.2.27 O34 IVABBE% Rotavirus group A #E 2i% S X
H27.1.28] RSUAILADEELY Rhinovirus sp. TREEHR LR 8% 3 AL
H27.1.29| RSVODEEL Rhinovirus sp. IHEESHS LK 1i%k 3B A
H27.1.30 AVTILIUHDEL Human Metapneumovirus IREE S LVE 8~ B z AL
H27.24|  AVTILIUHARE Rhinovirus sp. IHEESHS LK Tk = A
H27.24| RSV RSvirus B THEE SRS LR 1i% = AL
H27.29| RSVODEELN Human Metapneumovirus THEEHRS LR 67% 5 LT
H27.2.20| BERE B Echovirus 3 TREEHR LR 278 3 A
H27.2.20| BREEREEL Echovirus 3 BER 2% Eil A
H27.226] RSV RSvirus A THEE S LR 5% " A
H27.2.27 o4 Rotavirus group A BE 25 A X AL




