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#EAR g PEREDAILA BREMH FH TR RIERR
H26.38| AMEREXX Human Metapneumovirus 2t 15% © [=¥e]
H26.3.4| RS™IAJLABREGE RSvirus A it 448 g =iE
H26.3.4| RS™IAJL AR Rhinovirus sp. 2t 44 R S SiFE
H26.3.10| /A™9AJL RAREEE Norovirus G II #E 9% £ =iE
H26.3.15| 7T /04 ILABREE Adenovirus 41 EE 15% 5 =R
H26.3.19| 2MBE% Norovirus G II #E 1% £ =iE
H26.3.31| RMEBEX Norovirus G II ®E 3% 5 &iF
H26.4.3| /O AL RRKRESE Norovirus G I #EE 2i% = =i
H26.4.4| /O 94 L ARRESE Norovirus G II #E 2% Z =i
H26.45| 7T/0A4ILABE% Adenovirus 41 #EE 2% 2 =iE
H26.328| A JIIUHB RBE Influenza virusB(LLIFE) IHEESH LR 157% 5 =i
H26.3.20| RRTMHRHR Adenovirus 3 THEERRC LR 4% ] Bl
H26.3.14| RMEBREX Norovirus G II HE 9% E: EBLTh
H26.3.25| 7T /4 JLRIREEHR Adenovirus 2 THEEMRCLVE 1% = LhEM
H26.3.13| AADAILRABEZX Rotavirus group A =@ 15% © WhEm
H26.3.10] A2 ZILITUHA Influenza virusA(H1pdm) &t 5% z (=54
H26.3.13| A4 7ILTUHA BiEIFLVNA Influenza virusA(H1pdm) IHEESH LR 4% Z (=54
H26.3.13| A2 T7ILIUHA Influenza virusA(H1pdm) IREESHCLVE 978 L) =54
H26.317| A2 27)LTHB Influenza virusB(LLIFZ) IHEEMHRCLVER 7% = =54
H26.33| A>TILIUHB Influenza virusB(LLIFZ) 2t 145% <] =iE
H26.3.3| AVZILIUHA Influenza virusA(H1pdm) 2t 6% @ &iF
H26.3.3| AV 7ILIUHA Influenza virusA(H3) 2t 4% S =iE
H26.34| AVT7ILIUHA Influenza virusA(H1pdm) &t 115 i© SiF
H26.34| AVT7ILIUHA Influenza virusA(H3) 2t 3% S =iE
H26.36| A2 TILIUHA Influenza virusA(H1pdm) &2t 295% 2] i
H26.3.6| 4> 27ILI>HB Influenza virusB(LLFZ) 8t A% £ =i
H26.3.10 4> 7L HA Influenza virusA(H1pdm) &+ 475 © =i
H26.3.11| A2 TZILITUHA Influenza virusA(H1pdm) it 3% E: =iE
H26.3.11| A>JJLTHB Influenza virusB(LLIHZ) 8t 4% 5 =iE
H26.3.13| 4> ZJLIHB Influenza virusB(LLIFZ) 2t 5% £ =iE
H26.3.13| A2 27)LTHB Influenza virusB(LLIFZ) 8t 5% 2 =i
H26.3.16| A2 ZILITUHA Influenza virusA(H1pdm) £t 14i% ) =i
H26.3.16] A2 ZJLTHB Influenza virusB(LLIHZ) 8t 135% £ =iE
H26.3.17| AV JILIUHA Influenza virusA(H3) 2t 107% = =iE
H26.322| A>JJLIHB Influenza virusB(LLIHZ) 8t 15% E:S =iE
H26.3.24| A2 T7ILIUHA Influenza virusA(H1pdm) 8 467% 8 =iE
H26.324| A2 TILIUHA Influenza virusA(H1pdm) £t 375% 2] i
H26.3.27| A2 T7ILIUHA Influenza virusA(H1pdm) 2t 15/% ) =i
H26.328| A2 7JLTHB Influenza virusB(LLIFZ) 8t 7% 2 =i
H26.43| A2 TILIUHB Influenza virusB(LLI ) 2t 16/% <] =iE
H26.43| A4>27JLI2HB Influenza virusB(LL ) 8it 8% £ SiF
H26.45| A2 7JLIHB Influenza virusB(LLIFZ) 2t 8% E: =iE
H26.45| 4> 27JLI2HB Influenza virusB(LL ) 8t 6% £ =i
H26.2.25| 4>2)LT B Influenza virusB(E 2R 7) REESHR LR 1048 Z B
H26.410| A2 TJLIUHA Influenza virusA(H1pdm) THEESHC LR 15% = LT
H26.4.12| A JILIUHA Influenza virusA(H1pdm) 2t 15% 2 Bl
H26.421| A2 J)LTHB Influenza virusB(LLIFZ) SHUVEK 8i% 5 AL
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HFHWAR A NEEREE BREMH Fip ] REERT
H26.3.17| BXMD%E Moraxella catarrhalis Mm% T147% 2] T
H26.3.12| BRINSE. BRIERGIES Streptococcus dysgaractiae ssp. equisimilis(AEE) mi% 925% =) AT
H26.3.18| i /\IE. HE EIXNEEIER Staphylococcus aureus (MRSA) iR 12i% =z TG
H26.3.11| 2tEIHEER ABEBLUE T-3 TREEI L V& 9% =] BRIl
H26.33| RMERBkK ABEBLUBE T-12 RSB L& 1% 2 At
H26.3.11| EERRLEAE ABEALUE T-3 TREEI V& 4% z BRIl
H26.3.24| AMERHEE Staphylococcus aureus (MRSA) IREEHLVE 9% z I
H26.3.18| REBMERMEX Streptococcus dysgaractiae ssp. equisimilis(AEE) IR 127% = Bt
H26.3.2| RMEREXZMM* B I TEHET UV VTV INIVY & HEBEEVE 1148 z LizP
H26.35| BRa%. &AL LR ANV R R ERE HBRERNE 6% 5 ipyd
H26.3.7| RS™AJLASE il BIVAT—L IRET ULV VAR AV INIVY B HEEEVE 3% z Lizp
H26.3.12| fis A ZY) s R A S R HBRERE 74 A = ipyd
H26.3.12| fiz B35t EETUE VU TE1VINI Y B “EERLR 778 g iRy
H26.3.17| FREGEXEE (BEBE2%) NV R ERE HRERNE 3% S LR
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